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<210> 1 

<211> 2743 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59) . . (1183) 

<223> 

<400> 1 

aagaaaagta aaaggaagaa acaagaacaa gaaaaaagat tatattgatt ttaaaatc 58 

atg caa aaa ctg caa etc tgt gtt tat att tac ctg ttt atg ctg att 106 
Met Gin Lys Leu Gin Leu Cys Val Tyr lie Tyr Leu Phe Met Leu lie 
15 10 15 

gtt get ggt cca gtg gat eta aat gag aac agt gag caa aaa gaa aat 154 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt act tgg aga caa aac act 2 02 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

aaa tct tea aga ata gaa gcc att aag ata caa ate etc agt aaa ctt 250 
Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 



cgt ctg gaa aca get cct aac ate age aaa gat gtt ata aga caa ctt 
Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Val lie Arg Gin Leu 
65 70 75 80 



298 



2 



tta ccc aaa get cct cca etc egg gaa ctg att gat cag tat gat gtc 346 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 
85 90 95 

cag agg gat gac age age gat ggc tct ttg gaa gat gac gat tat cac 3 94 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

get aca acg gaa aca ate att ace atg cct aca gag tct gat ttt eta 442 
Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 

atg caa gtg gat gga aaa ccc aaa tgt tgc ttc ttt aaa ttt age tct 4 90 

Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tac aat aaa gta gta aag gec caa eta tgg ata tat ttg 538 
Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 

aga ccc gtc gag act cct aca aca gtg ttt gtg caa ate ctg aga etc 586 
Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

ate aaa cct atg aaa gac ggt aca agg tat act gga ate cga tct ctg 634 
He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 

aaa ctt gac atg aac cca ggc act ggt att tgg cag age att gat gtg 682 
Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 

aag aca gtg ttg caa aat tgg etc aaa caa cct gaa tec aac tta ggc 73 0 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

att gaa ata aaa get tta gat gag aat ggt cat gat ctt get gta acc 778 
He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

ttc cca gga cca gga gaa gat ggg ctg aat ccg ttt tta gag gtc aag 82 6 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
245 250 255 

gta aca gac aca cca aaa aga tec aga agg gat ttt ggt ctt gac tgt 874 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gat gag cac tea aca gaa tea cga tgc tgt cgt tac cct eta act gtg 922 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gat tgg att ate get cct aaa aga tat 970 
Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 

aag gee aat tac tgc tct gga gag tgt gaa ttt gta ttt tta caa aaa 1018 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 



tat cct cat act cat ctg gta cac caa gca aac ccc aga ggt tea gca 



1066 
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Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 ~ 335 

ggc cct tgc tgt act ccc aca aag atg tct cca att aat atg eta tat 1114 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
340 345 350 

ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gcg atg gta 1162 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
355 360 365 

gta gac cgc tgt ggg tgc tea tgagatttat attaagegtt cataacttcc 1213 
Val Asp Arg Cys Gly Cys Ser 
370 375 



taaaacatgg 


aaggttttcc 


cctcaacaat 


tttgaagctg 


tgaaattaag 


taccacaggc 


1273 


tataggecta 


gagtatgeta 


cagtcactta 


agcataagct 


acagtatgta 


aactaaaagg 


1333 


gggaatatat 


gcaatggttg 


gcatttaacc 


atccaaacaa 


atcatacaag 


aaagttttat 


1393 


gatttccaga 


gtttttgagc 


tagaaggaga 


tcaaattaca 


tttatgttcc 


tatatattac 


1453 


aacateggeg 


aggaaatgaa 


agegattetc 


cttgagttct 


gatgaattaa 


aggagtatgc 


1513 


tttaaagtct 


atttctttaa 


agttttgttt 


aatatttaca 


gaaaaatcca 


catacagtat 


1573 


tggtaaaatg 


caggattgtt 


atataccatc 


attcgaatca 


tccttaaaca 


cttgaattta 


1633 


tattgtatgg 


tagtatactt 


ggtaagataa 


aattccacaa 


aaatagggat 


ggtgcagcat 


1693 


atgeaattte 


cattcctatt 


ataattgaca 


cagtacatta 


acaatccatg 


ccaacggtgc 


1753 


taatacgata 


ggctgaatgt 


ctgaggctac 


caggtttatc 


acataaaaaa 


cattcagtaa 


1813 


aatagtaagt 


ttctcttttc 


ttcaggtgca 


ttttcctaca 


cctccaaatg 


aggaatggat 


1873 


tttctttaat 


gtaagaagaa 


tcatttttct 


agaggttggc 


tttcaattct 


gtagcatact 


1933 


tggagaaact 


gcattatctt 


aaaaggcagt 


caaatggtgt 


ttgtttttat 


caaaatgtca 


1993 


aaataacata 


cttggagaag 


tatgtaattt 


tgtctttgga 


aaattacaac 


actgectttg 


2053 


caacactgca 


gtttttatgg 


taaaataata 


gaaatgatcg 


actctatcaa 


tattgtataa 


2113 


aaagactgaa 


acaatgeatt 


tatataatat 


gtatacaata 


ttgttttgta 


aataagtgtc 


2173 


tcctttttta 


tttactttgg 


tatattttta 


cactaaggac 


atttcaaatt 


aagtactaag 


2233 


gcacaaagac 


atgtcatgca 


tcacagaaaa 


gcaactactt 


atatttcaga 


gcaaattagc 


2293 


agattaaata 


gtggtcttaa 


aactccatat 


gttaatgatt 


agatggttat 


attacaatca 


2353 


ttttatattt 


ttttacatga 


ttaacattca 


cttatggatt 


catgatggct 


gtataaagtg 


2413 


aatttgaaat 


ttcaatggtt 


tactgtcatt 


gtgtttaaat 


ctcaacgttc 


cattatttta 


2473 


atacttgeaa 


aaacattact 


aagtatacca 


aaataattga 


ctctattatc 


tgaaatgaag 


2533 


aataaactga 


tgetatctea 


acaataactg 


ttacttttat 


tttataattt 


gataatgaat 


2593 
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atatttctgc atttatttac ttctgttttg taaattggga ttttgttaat caaatttatt 2653 
gtactatgac taaatgaaat tatttcttac atctaatttg tagaaacagt ataagttata 2713 
ttaaagtgtt ttcacatttt tttgaaagac 2743 



<210> 2 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gin Lys Leu Gin Leu Cys Val Tyr He Tyr Leu Phe Met Leu He 
1 5 10 15 



Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 



Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 



Lys Ser Ser Arg He Glu Ala He Lys He Gin He Leu Ser Lys Leu 
50 55 60 



Arg Leu Glu Thr Ala Pro Asn He Ser Lys Asp Val He Arg Gin Leu 
65 70 75 80 



Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu He Asp Gin Tyr Asp Val 
85 90 95 



Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 



Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 



Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 



Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 



Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 



He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 
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Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 
195 200 205 



Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 



Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
245 250 255 



Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 



Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 



Asp Phe Glu Ala Phe Gly Trp Asp Trp lie He Ala Pro Lys Arg Tyr 
290 295 300 



Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 



Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 



Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
340 345 350 



Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 



Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 3 

<211> 1128 

<212> DNA 

<213> Bovine 

<220> 

<221> CDS 

<222> (1) . . (1125) 

<223> 



<400> 3 

atg caa aaa ctg caa ate tct gtt tat att tac eta ttt atg ctg att 



48 
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Met Gin Lys Leu Gin lie Ser Val Tyr lie Tyr Leu Phe Met Leu lie 
1 * 5 10 15 

gtt get ggc cca gtg gat ctg aat gag aac age gag cag aag gaa aat 96 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt ttg tgg agg gaa aac act 144 
Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Leu Trp Arg Glu Asn Thr 
35 40 45 

aca teg tea aga eta gaa gee ata aaa ate caa ate etc agt aaa ctt 192 
Thr Ser Ser Arg Leu Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

cgc ctg gaa aca get cct aac ate age aaa gat get ate aga caa ctt 240 
Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 

ttg ccc aag get cct cca etc ctg gaa ctg att gat cag ttc gat gtc 288 
Leu Pro Lys Ala Pro Pro Leu Leu Glu Leu lie Asp Gin Phe Asp Val 
85 90 95 

cag aga gat gee age agt gac ggc tec ttg gaa gac gat gac tac cac 336 
Gin Arg Asp Ala Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

gee agg acg gaa acg gtc att ace atg ccc acg gag tct gat ctt eta 384 
Ala Arg Thr Glu Thr Val lie Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120 125 

acg caa gtg gaa gga aaa ccc aaa tgt tgc ttc ttt aaa ttt age tct 432 
Thr Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aag ata caa tac aat aaa eta gta aag gee caa ctg tgg ata tat ctg 480 
Lys lie Gin Tyr Asn Lys Leu Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 

agg cct gtc aag act cct gcg aca gtg ttt gtg caa ate ctg aga etc 528 
Arg Pro Val Lys Thr Pro Ala Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

ate aaa ccc atg aaa gac ggt aca agg tat act gga ate cga tct ctg 576 
He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 

aaa ctt gac atg aac cca ggc act ggt att tgg cag age att gat gtg 624 
Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 

aag aca gtg ttg cag aac tgg etc aaa caa cct gaa tec aac tta ggc 672 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

att gaa ate aaa get tta gat gag aat ggc cat gat ctt get gta acc 720 
He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 



ttc cca gaa cca gga gaa gat gga ctg act ccc ttt tta gaa gtc aag 768 
Phe Pro Glu Pro Gly Glu Asp Gly Leu Thr Pro Phe Leu Glu Val Lys 
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245 250 255 

gta aca gac aca cca aaa aga tct agg aga gat ttt ggg ctt gat tgt 816 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gat gaa cac tec aca gaa tct cga tgc tgt cgt tac cct eta act gtg 864 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gat tgg att att gca cct aaa aga tat 912 
Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

aag gec aat tac tgc tct gga gaa tgt gaa ttt gta ttt ttg caa aag 960 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

tat cct cat ace cat ctt gtg cac caa gca aac ccc aga ggt tea gec 1008 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 

ggc ccc tgc tgt act cct aca aag atg tct cca att aat atg eta tat 1056 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
340 345 350 

ttt aat ggc gaa gga caa ata ata tac ggg aag att cca gee atg gta 1104 
Phe Asn Gly Glu Gly Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 

gta gat cgc tgt ggg tgt tea tga 1128 
Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 4 

<211> 375 

<212> PRT 

<213> Bovine 

<400> 4 

Met Gin Lys Leu Gin He Ser Val Tyr He Tyr Leu Phe Met Leu He 
15 10 15 



Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 



Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Leu Trp Arg Glu Asn Thr 
35 40 45 



Thr Ser Ser Arg Leu Glu Ala He Lys He Gin He Leu Ser Lys Leu 
50 55 60 



Arg Leu Glu Thr Ala Pro Asn He Ser Lys Asp Ala He Arg Gin Leu 
65 70 75 80 



8 



Leu Pro Lys Ala Pro Pro Leu Leu Glu Leu lie Asp Gin Phe Asp Val 
85 90 95 



Gin Arg Asp Ala Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 



Ala Arg Thr Glu Thr Val lie Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120 125 



Thr Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 



Lys lie Gin Tyr Asn Lys Leu Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 



Arg Pro Val Lys Thr Pro Ala Thr Val Phe Val Gin lie Leu Arg Leu 
165 170 175 



lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
180 185 190 



Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 
195 200 205 



Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 



Phe Pro Glu Pro Gly Glu Asp Gly Leu Thr Pro Phe Leu Glu Val Lys 
245 250 255 



Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 



Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 



Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 



Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 
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Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 



Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
340 345 350 



Phe Asn Gly Glu Gly Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 



Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 5 

<211> 1128 

<212> DNA 

<213> Gallus gallus 
<220> 

<221> CDS 

<222> (1) . . (1125) 

<223> 

<400> 5 

atg caa aag ctg gca gtc tat gtt tat att tac ctg ttc atg cag ate 48 

Met Gin Lys Leu Ala Val Tyr Val Tyr He Tyr Leu Phe Met Gin He 
15 10 15 

gcg gtt gat ccg gtg get ctg gat ggc agt agt cag ccc aca gag aac 96 
Ala Val Asp Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 
20 25 30 

get gaa aaa gac gga ctg tgc aat get tgt acg tgg aga cag aat aca 144 
Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

aaa tec tec aga ata gaa gee ata aaa att caa ate etc age aaa ctg 192 
Lys Ser Ser Arg He Glu Ala He Lys He Gin He Leu Ser Lys Leu 
50 55 60 

cgc ctg gaa caa gca cct aac att age agg gac gtt att aag cag ctt 240 
Arg Leu Glu Gin Ala Pro Asn He Ser Arg Asp Val He Lys Gin Leu 
65 70 75 80 

tta ccc aaa get cct cca ctg cag gaa ctg att gat cag tat gat gtc 288 
Leu Pro Lys Ala Pro Pro Leu Gin Glu Leu He Asp Gin Tyr Asp Val 
85 90 95 

cag agg gac gac agt age gat ggc tct ttg gaa gac gat gac tat cat 33 6 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

gee aca ace gag acg att ate aca atg cct acg gag tct gat ttt ctt 384 
Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 



gta caa atg gag gga aaa cca aaa tgt tgc ttc ttt aag ttt age tct 
Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 



432 
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130 135 140 

aaa ata caa tat aac aaa gta gta aag gca caa tta tgg ata tac ttg 
Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 J 150 155 160 

agg caa gtc caa aaa cct aca acg gtg ttt gtg cag ate ctg aga etc 
Arg Gin Val Gin Lys Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

att aag ccc atg aaa gac ggt aca aga tat act gga att cga tct ttg 
He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 

aaa ctt gac atg aac cca ggc act ggt ate tgg cag agt att gat gtg 
Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 

aag aca gtg ctg caa aat tgg etc aaa cag cct gaa tec aat tta ggc 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

ate gaa ata aaa get ttt gat gag act gga cga gat ctt get gtc aca 
He Glu He Lys Ala Phe Asp Glu Thr Gly Arg Asp Leu Ala Val Thr 
225 230 235 240 

ttc cca gga cca gga gaa gat gga ttg aac cca ttt tta gag gtc aga 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 
245 250 255 

gtt aca gac aca ccg aaa egg tec cgc aga gat ttt ggc ctt gac tgt 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gat gag cac tea acg gaa tec cga tgt tgt cgc tac ccg ctg aca gtg 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttc gaa get ttt gga tgg gac tgg att ata gca cct aaa aga tac 
Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 

aaa gee aat tac tgc tec gga gaa tgc gaa ttt gtg ttt eta cag aaa 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 ~ 310 315 320 

tac ccg cac act cac ctg gta cac caa gca aat ccc aga ggc tea gca 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 

ggc cct tgc tgc aca ccc ace aag atg tec cct ata aac atg ctg tat 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
340 345 350 

ttc aat gga aaa gaa caa ata ata tat gga aag ata cca gee atg gtt 
Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 



gta gat cgt tgc ggg tgc tea tga 
Val Asp Arg Cys Gly Cys Ser 
370 375 
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<210> 6 
<211> 375 
<212> PRT 

<213> Gallus gallus 
<400> 6 

Met Gin Lys Leu Ala Val Tyr Val Tyr lie Tyr Leu Phe Met Gin lie 
15 10 15 



Ala Val Asp Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 
20 25 30 



Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 



Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin He Leu Ser Lys Leu 
50 55 60 



Arg Leu Glu Gin Ala Pro Asn He Ser Arg Asp Val He Lys Gin Leu 
65 70 75 80 



Leu Pro Lys Ala Pro Pro Leu Gin Glu Leu He Asp Gin Tyr Asp Val 
85 90 95 



Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 HO 



Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 



Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 



Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 



Arg Gin Val Gin Lys Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 



He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
180 185 190 



Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 
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Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



lie Glu He Lys Ala Phe Asp Glu Thr Gly Arg Asp Leu Ala Val Thr 
225 230 235 240 



Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 
245 250 255 



Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 



Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 



Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 



Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 * 315 320 



Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 



Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
340 345 350 



Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 " 360 365 



Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 7 

<211> 1125 

<212> DNA 

<213> Danio rerio 

<220> 

<221> CDS 

<222> (1)..(1122) 

<223> 

<400> 7 

atg cat ttt aca cag gtt tta att tct eta agt gta tta att gca tgt 
Met His Phe Thr Gin Val Leu He Ser Leu Ser Val Leu He Ala Cys 
15 10 15 



48 



ggt cca gtg ggt tat gga gat ata acg gcg cac cag cag cct tec aca 
Gly Pro Val Gly Tyr Gly Asp He Thr Ala His Gin Gin Pro Ser Thr 



96 



13 



20 25 30 

gcc acg gag gaa age gag ctg tgt tec aca tgt gag ttc aga caa cac 144 
Ala Thr Glu Glu Ser Glu Leu Cys Ser Thr Cys Glu Phe Arg Gin His 
35 40 45 

age aag ctg atg aga ctg cat gcc ate aag tec caa att ctt age aaa 192 
Ser Lys Leu Met Arg Leu His Ala lie Lys Ser Gin lie Leu Ser Lys 
50 55 60 

etc cga etc aag cag get cca aac ate age egg gac gtg gtc aag cag 24 0 

Leu Arg Leu Lys Gin Ala Pro Asn lie Ser Arg Asp Val Val Lys Gin 
65 70 75 80 

ctg tta ccc aaa gca ccg cct ttg caa caa ctt ctg gat cag tac gat 288 
Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin Leu Leu Asp Gin Tyr Asp 
85 90 95 

gtt tta gga gat gac agt aag gat gga get gtg gaa gag gac gat gaa 336 
Val Leu Gly Asp Asp Ser Lys Asp Gly Ala Val Glu Glu Asp Asp Glu 
100 105 110 

cat gcc ace aca gag ace ate atg acc atg gcc aca gaa cct gac ccc 384 
His Ala Thr Thr Glu Thr lie Met Thr Met Ala Thr Glu Pro Asp Pro 
115 120 125 

att gtt caa gta gat egg aaa ccg aag tgt tgc ttt ttc tec ttc agt 432 
lie Val Gin Val Asp Arg Lys Pro Lys Cys Cys Phe Phe Ser Phe Ser 
130 135 140 

ccg aag ate caa gcg aac egg ate gta aga gcg cag etc tgg gtt cat 480 
Pro Lys lie Gin Ala Asn Arg lie Val Arg Ala Gin Leu Trp Val His 
145 150 155 160 

ctg aga ccg gcg gag gag gcg acc acc gtc ttc tta cag ata tct egg 528 
Leu Arg Pro Ala Glu Glu Ala Thr Thr Val Phe Leu Gin lie Ser Arg 
165 170 175 

ctg atg ccc gtt aag gac gga gga aga cac cga ata cga tec ctg aaa 576 
Leu Met Pro Val Lys Asp Gly Gly Arg His Arg lie Arg Ser Leu Lys 
180 185 190 

ate gac gtg aac gca gga gtc acg tct tgg cag agt ata gac gta aag 624 
lie Asp Val Asn Ala Gly Val Thr Ser Trp Gin Ser lie Asp Val Lys 
195 200 205 

cag gtg etc acg gtg tgg tta aaa caa ccg gag acc aac cga ggc ate 672 
Gin Val Leu Thr Val Trp Leu Lys Gin Pro Glu Thr Asn Arg Gly lie 
210 215 220 

gag att aac gca tat gac gcg aag gga aac gac ttg gcc gtc act tea 720 
Glu lie Asn Ala Tyr Asp Ala Lys Gly Asn Asp Leu Ala Val Thr Ser 
225 230 235 240 

acc gag act ggg gag gat gga ctg etc ccc ttt atg gag gtg aaa ata 768 
Thr Glu Thr Gly Glu Asp Gly Leu Leu Pro Phe Met Glu Val Lys lie 
245 250 255 



tea gag ggc cca aaa cga ate egg agg gac tec gga ctg gac tgc gat 
Ser Glu Gly Pro Lys Arg lie Arg Arg Asp Ser Gly Leu Asp Cys Asp 
260 265 270 



816 



14 



gag aat tec tea gag tct cgc tgc tgc agg tac cct etc act gtg gac 
Glu Asn Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 
275 280 285 

ttc gag gac ttt ggc tgg gac tgg att att get cca aaa cgc tat aag 
Phe Glu Asp Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr Lys 
290 295 300 

gcg aat tac tgt tea gga gaa tgc gac tac atg tac ctg cag aag tat 
Ala Asn Tyr Cys Ser Gly Glu Cys Asp Tyr Met Tyr Leu Gin Lys Tyr 
305 310 315 320 

ccc cac ace cat ctg gtg aac aag gec agt ccg aga gga acg get ggg 
Pro His Thr His Leu Val Asn Lys Ala Ser Pro Arg Gly Thr Ala Gly 
325 330 335 

ccc tgc tgc act ccc acc aag atg tct ccc ate aac atg ctt tac ttt 
Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe 
340 345 350 

aac ggc aaa gag cag ate ate tac ggc aag ate cct teg atg gta gta 
Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ser Met Val Val 
355 360 365 

gac cgc tgt ggc tgc tea tga 
Asp Arg Cys Gly Cys Ser 
370 



<210> 8 

<211> 374 

<212> PRT 

<213> Danio rerio 

<400> 8 

Met His Phe Thr Gin Val Leu lie Ser Leu Ser Val Leu lie Ala Cys 
15 10 15 



Gly Pro Val Gly Tyr Gly Asp lie Thr Ala His Gin Gin Pro Ser Thr 
20 25 30 



Ala Thr Glu Glu Ser Glu Leu Cys Ser Thr Cys Glu Phe Arg Gin His 
35 40 45 



Ser Lys Leu Met Arg Leu His Ala lie Lys Ser Gin lie Leu Ser Lys 
50 55 60 



Leu Arg Leu Lys Gin Ala Pro Asn lie Ser Arg Asp Val Val Lys Gin 
65 70 75 80 



Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin Leu Leu Asp Gin Tyr Asp 
85 90 95 



15 



Val Leu Gly Asp Asp Ser Lys Asp Gly Ala Val Glu Glu Asp Asp Glu 
100 105 HO 



His Ala Thr Thr Glu Thr lie Met Thr Met Ala Thr Glu Pro Asp Pro 
115 120 125 



lie Val Gin Val Asp Arg Lys Pro Lys Cys Cys Phe Phe Ser Phe Ser 
130 135 140 



Pro Lys He Gin Ala Asn Arg He Val Arg Ala Gin Leu Trp Val His 
145 150 155 160 



Leu Arg Pro Ala Glu Glu Ala Thr Thr Val Phe Leu Gin He Ser Arg 
165 170 175 



Leu Met Pro Val Lys Asp Gly Gly Arg His Arg He Arg Ser Leu Lys 
180 185 190 



He Asp Val Asn Ala Gly Val Thr Ser Trp Gin Ser He Asp Val Lys 
195 200 205 



Gin Val Leu Thr Val Trp Leu Lys Gin Pro Glu Thr Asn Arg Gly He 
210 215 220 



Glu He Asn Ala Tyr Asp Ala Lys Gly Asn Asp Leu Ala Val Thr Ser 
225 230 235 240 

Thr Glu Thr Gly Glu Asp Gly Leu Leu Pro Phe Met Glu Val Lys He 
245 250 255 



Ser Glu Gly Pro Lys Arg He Arg Arg Asp Ser Gly Leu Asp Cys Asp 
260 265 270 



Glu Asn Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 
275 280 285 



Phe Glu Asp Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr Lys 
290 295 300 



Ala Asn Tyr Cys Ser Gly Glu Cys Asp Tyr Met Tyr Leu Gin Lys Tyr 
305 X ^ 310 315 320 

Pro His Thr His Leu Val Asn Lys Ala Ser Pro Arg Gly Thr Ala Gly 

325 330 335 



Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr Phe 



16 

340 345 350 



Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ser Met Val Val 
355 360 365 



Asp Arg Cys Gly Cys Ser 
370 



<210> 9 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Lys Asp Val He Arg Gin Leu Leu Pro Lys Ala Pro Pro Leu Arg Glu 
1 5 10 15 



Leu He Asp Gin Tyr Asp Val Gin Arg Asp Asp Ser Ser Asp Gly Ser 
20 25 30 



Leu Glu Asp Asp Asp Tyr His Ala Thr Thr Glu Thr He He Thr Met 
35 40 45 



Pro Thr 
50 



<210> 10 
<211> 50 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 
<400> 10 

Lys Asp Val He Arg Gin Leu Leu Pro Lys Ala Pro Pro Leu Arg Glu 
15 10 15 



Leu He Asp Gin Tyr Asp Val Gin Gin Asp Asp Ser Ser Asp Gly Ser 
20 25 30 



Leu Glu Asp Asp Asp Tyr His Ala Thr Thr Glu Thr He He Thr Met 
35 40 45 



Pro Thr 
50 



<210> 11 



17 



<211> 50 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 
<400> 11 

Lys Asp Val lie Arg Gin Leu Leu Pro Lys Ala Pro Pro Leu Arg Glu 
15 10 15 



Leu He Asp Gin Tyr Asp Val Gin Arg Ala Asp Ser Ser Asp Gly Ser 
20 25 30 



Leu Glu Asp Asp Asp Tyr His Ala Thr Thr Glu Thr He He Thr Met 
35 40 45 



Pro Thr 
50 



<210> 


12 




<211> 


40 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


12 




Gin Leu Leu 


Pro Lys Ala Pro Pro : 


1 




5 


Asp Val 


. Gin 


Arg Asp Asp Ser Ser , 






20 


Tyr HiE 


5 Ala 


Thr Thr Glu Thr He 




35 


40 


<210> 


13 




<211> 


40 




<212> 


PRT 




<213> 


Artificial sequence 


<220> 






<223> 


Mutant peptide portion of 


<400> 


13 





10 15 



25 30 



Gin Leu Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu He Asp Gin Tyr 
15 10 15 



Asp Val Gin Gin Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp 
20 25 30 



18 



Tyr His Ala Thr Thr Glu Thr lie 







< z. ± u > 


1 A 


<211> 


40 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Mutant peptide portion of 


<400> 


14 



Gin Leu Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr 
1 5 10 15 



Asp Val Gin Arg Ala Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp 
20 25 30 



Tyr His Ala Thr Thr Glu Thr lie 

40 





35 


<210> 


15 


<211> 


30 


<212> 


PRT 


<213> 


Homo 


<400> 


15 



Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val Gin Arg Asp 
15 10 15 



Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His Ala 
20 25 30 



<210> 


16 




<211> 


30 




<212> 


PRT 




<213> 


Artificial sequence 




<220> 






<223> 


Mutant peptide portion of human myostatin 




<400> 


16 




Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 


Gin Gin 


1 


5 10 


15 



Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His Ala 
20 25 30 



<210> 17 



19 



<211> 30 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 
<400> 17 

Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val Gin Arg Ala 
15 10 15 



Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His Ala 
20 25 30 



<210> 18 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Glu Leu lie Asp Gin Tyr Asp Val Gin Arg Asp Asp Ser Ser Asp Gly 
1 5 10 15 



Ser Leu Glu Asp 
20 



<210> 19 
<211> 20 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 
<400> 19 

Glu Leu lie Asp Gin Tyr Asp Val Gin Gin Asp Asp Ser Ser Asp Gly 
15 10 15 



Ser Leu Glu Asp 
20 



<210> 20 

<211> 20 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 

<400> 20 



Glu Leu lie Asp Gin Tyr Asp Val Gin Arg Ala Asp Ser Ser Asp Gly 



20 



10 



Ser Leu Glu Asp 
20 



<210> 


21 


<211> 


10 


<212> 


PRT 


<213> 


Homo 


<400> 


21 



Tyr Asp Val Gin Arg Asp Asp Ser Ser Asp 
1 5 10 



<210> 22 
<211> 10 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 
<400> 22 

Tyr Asp Val Gin Gin Asp Asp Ser Ser Asp 
15 10 



<210> 23 

<211> 10 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Mutant peptide portion of human myostatin 

<400> 23 



Tyr Asp Val Gin Arg Ala Asp Ser Ser Asp 
1 5 10 



